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1. INTRODUCTION  

Despite the significant advancements made in the 
treatment of advanced or metastatic tumors through 
immune therapy with immune checkpoint inhibitors 
(ICIs), the impact of these agents on the improvement of 
progression-free survival (PFS) or overall survival (OS) in 
cancers remains limited (1). Variability in host and 
tumoral factors can explain the diversity of responses in 
immunotherapy in specific tumors (2). For instance, PD-
L1 expression and tumor mutational burden (TMB) are 

 
two key decision- making markers, so tumors with high 
TMB and PD-L1 expression usually respond better to 
immunotherapy. In addition, host-associated factors such 
as gut microbiota influence antitumor immunity and may 
justify the disparity in response to ICIs (3).  
As we know, each person has exclusive gut microbiota. This 
commensal microbiota has crucial roles in mucosal integrity, 
immune response regulation, and synthesis of essential 
vitamins (B and K) and short-chain fatty acids (SCFA). As 
one of the main functions of these microorganisms, the gut 
microbiome plays a pivotal role in the host's immune 
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Abstract 
The importance of the gut microbiota in human health and disease has been known for a long 
time. Current investigations involving preclinical and clinical studies have presented numerous 
lines of evidence indicating that gut microbiota can influence the effectiveness of cancer 
immunotherapies, particularly immune checkpoint inhibitors (ICIs). The gut microbiota can 
alter the immune response in the tumor microenvironment (TME) by engaging with innate and 
adaptive immune cells. Notably, one of the primary methods by which the gut microbiota 
modulates antitumor immunity is through the production of metabolites, which are small 
molecules capable of traveling from the gut to other parts of the body and influencing local and 
systemic antitumor immune responses. This exploration of mechanisms has yielded valuable 
insights for developing microbiota-based therapeutic strategies such as fecal microbiota 
transplantation (FMT), probiotics, engineered microbiomes, and specific microbial metabolites. 
In this review, we explored several possible interventions that could enhance the efficacy of ICIs, 
thereby potentially restoring or augmenting patient responses to these therapeutic agents. 
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response against tumors, and any change to the composition 
of the original gut microbiota leads to different responses to 
immunotherapy. On the other hand, the significance of 
antibiotics on the microbiota, recognized as dysbiosis, and 
its critical role in the response to immunotherapy has been 
extensively acknowledged (4). In the review, we aim to 
explore potential interventions that can restore or increase 
the response to these agents and may develop newer 
treatment strategies adjunct to ICIs. 
 
2. OVERVIEW OF IMMUNE CHECKPOINT 
INHIBITORS 

During the replication process of DNA, the enzyme DNA 
polymerase corrects most errors, but additional 
mechanisms, such as a mismatch repair (MMR) system, are 
needed. MMR system consists of proteins such as MLH1, 
MSH2, PMS2 and MSH6, etc. The essential role of these 
proteins is to detect the incorrect base pairs. Mutations of 
the MMR genes are common in various types of cancers. 
These cancer cells produce neo-antigens that trigger the host 
immune response. So, MMR-deficient tumors can 
potentiate immune response due to more expression and 
production of pro-inflammatory cytokines (5). MMR-
deficient tumors are usually resistant to different 
conventional chemotherapeutic agents such as platinum or 
fluoropyrimidines. After detecting and processing tumor 
antigens by antigen-presenting cells (APCs), they present 
tumor antigens via MHC proteins to T cells. T cells are 
activated and converted to CD4+ helper and CD8+ killer 
cells (6). When a naïve T cell activates upon interaction with 
a new antigen by its T Cell Receptor (TCR), another 
costimulatory signal via CD28 of T cells and CD80 or CD86 
of APCs is transmitted.  
Upon the activation of T cells and their responses to 
damaged cells, human cells employ various mechanisms to 
promote immune tolerance towards host tissues. This 
process involves a range of immune inhibitory proteins 
known as immune checkpoints (IC). Among the most 
recognized immune checkpoint proteins are Cytotoxic T-
lymphocyte associated protein 4 (CTLA-4) and Programmed 
cell Death proteins 1 and 2 (PD-1 and PD-2). In response to 
an immune challenge and to prevent damage to normal 
tissues, the expression of CTLA-4 is upregulated, becoming 
more prominent on the surface of T cells. This increased 
expression leads to a greater tendency for CTLA-4 to bind 
to CD80 or CD86, as it exhibits a higher affinity for these 
molecules compared to CD28. This interaction results in 
the inactivation of activated T cells, which subsequently 
modulates the immune response to prevent autoimmune 
issues. In addition, the T regulatory cells (T-regs) as CTLA-

4-expressing cells can further downregulate immune 
function. Mice with a deficiency in CTLA-4 expression 
exhibit exaggerated T cell activation and expansion in most 
tissues, leading to severe autoinflammation (7).  
Moreover, another regulatory mechanism involves the 
interaction between PD-L1 and PD-L2 present on host 
tissues and the PD-1 receptors located on T cells, which can 
inhibit immune responses. The binding of PD-L1 and PD-
L2 to PD-1 induces the phosphorylation of its cytoplasmic 
receptor component (SHP-2), leading to its deactivation and 
the inhibition of downstream signal transduction of the T 
cell receptor. Also, SHP-2 blocks the RAS/MEK/ERK 
pathway that is involved in the proliferation and survival of 
cells, so in this way, proliferation and survival are restricted 
(8). 
It is worth noting that CTLA-4 expression precedes PD-1 
expression during T-cell activation. Deficiency in PD-1 
expression in Mice usually does not lead to death in contrast 
to CTLA-4 deficiency. Also, deficiency in PD-1 expression 
leads to severe autoimmune disorders such as nephritis, 
arthritis, and myocarditis (9). Longtime exposure to this 
ligand also leads to exhaustion and eventually suppression 
of immune function. Although PD-L2 expression is lower 
than PD-L1, its affinity for interaction with the PD-1 
receptor is higher, but its functional role in cancer 
immunotherapy is yet unclear (9). There are several 
activatory and inhibitory receptors on T cells which are 
summarized in Figure 1. 
As mentioned above, immune checkpoints are regulators 
that protect immune responses from damaging normal host 
tissues due to over-activation, inducing self-tolerance. 
However, some tumor cells also can protect themselves 
against immune attack by stimulating immune checkpoint 
targets. Therefore, Immune Checkpoint Inhibitors (ICIs) 
that block the interaction between tumor cells and T cells 
can reverse this process (10). Several ICIs have successfully 
demonstrated favorable responses in both preclinical and 
clinical studies. Additionally, some of these agents have 
received approval from the Food and Drug Administration 
(FDA) for specific indications. Anti-CTLA-4 antibodies can 
ignite the flame of immune system responses against tumor 
cells via several mechanisms like exhausting and decreasing 
Tregs, especially in the tumor microenvironment (11). In 
2011, a new CTLA-4 inhibitor, Ipilimumab, became the 
first to be approved by the FDA to treat 
advanced/metastatic melanoma (12).  
In the following, two monoclonal antibodies directed 
against PD-1, pembrolizumab and nivolumab, were 
approved to treat patients with advanced-stage melanoma 
(13, 14). In advanced/Metastatic melanoma patients,  
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Figure 1. A summary of stimulatory and inhibitory receptors on T cells.

 
Pembrolizumab versus Ipilimumab monotherapy results in 
a better objective response rate (30% vs 12%) (15). A recent 
study also has reported that Nivolumab in combination with 
Ipilimumab improved PFS than monotherapy with 
Nivolumab or Ipilimumab (the least PFS was for 
Ipilimumab) (16). In other malignancies, adding ICIs to the 
conventional treatment protocol changed the cornerstone 
of cancer therapy, as shown by the results of the Keynote 
trials (024 or 042) in non-small cell lung cancer (NSCLC) 
(17, 18). Furthermore, PD-L1 blocking agents such as 
Avelumab, Atezolizumab, and Durvalumab are approved to 
treat metastatic urothelial carcinoma and small cell and non-
small cell lung cancer (19, 20). Avelumab can activate 
natural killer cells (NKs) to induce antibody-dependent 
cytotoxicity (15).  
 

3. THE EFFECTS OF HUMAN INTESTINAL 
MICROBIOTA ON IMMUNE SYSTEM 

Revised estimates indicate that the number of microbes in 
the human body significantly exceeds the number of 
human cells. These microorganisms inhabit nearly all areas 
of the human body that come into contact with the exterior 
environment, such as the skin, oral cavity, respiratory 
system, urogenital tract, and gastrointestinal (GI) tract. The 
GI tract stands out as the organ with the highest 
population density when considering the distribution of 

human flora among organs. The human body relies on the 
intestinal microbiota to carry out various physiological, 
immunological, metabolic, and nutritional processes (16). 
One of the crucial functions of these microorganisms is the 
extraction of energy from dietary polysaccharides like 
resistant starch and dietary fibers, which would otherwise 
be indigestible (16). These metabolic processes produce 
vital nutrients, encompassing short-chain fatty acids 
(SCFA), vitamins K, B12, folic acid, and essential amino 
acids(17). In addition to these functions, the gut 
microbiota plays a critical role in the development, 
maturation, and function of both innate and adaptive 
immune systems (18). Moreover, by manipulating the 
development and function of APCs, the gut microbiota 
can control the host's innate immunity locally and 
systemically. To put it differently, the ability of APCs to 
defend against pathogens is not only influenced by their 
interaction with the microbiota, but it also plays a role in 
regulating immune tolerance towards the normal gut 
microbiota. Peyer's patches' DCs release significantly 
higher amounts of IL-10, an anti-inflammatory cytokine, 
which plays a crucial role in regulating T-cells compared to 
DCs found in the spleen (19). Additionally, confrontation 
of intestinal macrophages and PAMPs cannot lead to the 
production of pro-inflammatory cytokines, which 
highlights the significance of immune tolerance 
development over time. Activated DCs by microbe-
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originated adenosine triphosphate (ATP) induce the 
differentiation of Th17 cells, which are recognized to be 
affected by the gut microbiota. Also, the gut microbiome 
maintains the balance between Th17 cells and Tregs by 
interacting with various cytokines and metabolites such as 
SCFAs (20). 
The linkage of neutrophils, a well-known member of the 
innate immune system, with intestinal flora has drawn 
attention. Studies on germ-free (GF) rats have 
demonstrated that these rats not only showed neutropenia 
as a quantitative neutrophile disorder but also impaired 
phagocytosis and malfunction in superoxide anion and 
nitric oxide generation as qualitative disorders, leading to 
defective antimicrobial activity. In addition, recognition of 
gut microbial peptidoglycan increases the killing activity of 
bone marrow neutrophils (21). However, the precise 
impact of the gut microbiome on neutrophil function, 
whether it promotes or suppresses it, remains unclear, 
requiring further research to clarify this matter. It is worth 
mentioning that the development of other innate cell 
types, such as natural killer (NK) and mast cells, are also 
not independent of the gut microbiota (22).  
Moreover, evidence introduces gut microbiota as a pivotal 
player in the evolution of adaptive immune cells, 
particularly major subtypes of CD4+ T cells, including 
Th1, Th2, Th17, and Tregs. Investigations on GF mice 
claimed an imbalance between Th1 and Th2 responses, 
with a preference for Th2 responses (23). As a result, this 
finding is considered noticeable for explaining the 
association between gut dysbiosis and various atopic 
conditions like eczema and asthma. In particular, certain 
bacterial species, such as B. fragilis, stimulate Th1 response 
through their Polysaccharide A (PSA) molecule and induce 
Th1 evolution. These findings became the basis of a 
question of whether the distortion of the gut microbiota 
leads to an imbalance between Th1 and Th2 responses and 
its subsequent effects (24). Recently, an investigation on 
the efficiency of fecal microbiota transplantation (FMT) in 
individuals suffering from active atopic dermatitis, a 
disease characterized by a shift towards Th2 responses, has 
been carried out. The study revealed that most patients 
experienced considerable amelioration in the severity 
scores of the disease and reduced dependence on 
corticosteroids (25). These results are consistent with 
previous findings from mouse models, which 
demonstrated that restoring gut microbial diversity and 
achieving a Th1/Th2 immunologic balance can modulate 
Tregs, decrease levels of IgE, eosinophils, basophils, and 
mast cells, and suppress allergic responses induced by 
atopic dermatitis (26, 27).  

Tregs, essential regulators of inflammation, apply their 
influence by suppressing other cell types, thereby aiding in 
the prevention of autoimmune disease. Recent exploration 
indicates that the development of Tregs is affected by the 
gut microbiota. Specifically, Clostridia facilitate their 
induction, B. fragilis can give direction to Tregs for 
suppressing pro-inflammatory Th17 responses, and colon-
related Tregs possess a distinct repertoire of TCRs that 
distinguish colonic bacterial contents (28, 29). 
Furthermore, several studies have shown the relationship 
between the gut flora and intestinal CD8+ T cells and also 
provide valuable information about the microbiome effect 
on some intestinal CD8+ T functions, especially 
modulation of peripheral immune cells such as marginal 
zone B cells, NK cells, and plasmacytoid DCs (30). In 
summary, an impaired interplay between the gut 
microbiota and T cells may result in a more inflammatory 
environment within the gastrointestinal tract and beyond.  
T cells are not the only adaptive cells touched by the gut 
microbiota. There is evidence about the microbiota's 
impact on B cell maturation and the production of 
immunoglobulins. B cells associated with the gut are 
primarily located in the Peyer's patches and transformed 
into IgA-secreting plasma cells (31). In GF mice, there is a 
reduction in the population of plasma cells and, as a result, 
a decrease in the IgA level. In addition, the splenic 
germinal center, the place of B cell differentiation and 
affinity maturation, is smaller in size and number in GF 
mice. Therefore, GF animals experience a significant 
reduction in serum natural IgG levels (32). In addition, 
exposure to microbes induces specific heavy chain 
repertoires of B cells immunoglobulin, and systemic 
exposure to microbes leads to varied and expanded IgG 
production (33). Despite producing a broad spectrum of 
immunoglobulins in response to the gut microbiome, the 
mechanism responsible for the preferential tolerance of 
beneficial commensal bacteria by immunoglobulins is not 
yet understood. Notably, IgE, the immunoglobulin isotype 
associated with allergies, is elevated throughout the body, 
especially in the gastrointestinal tract, which aligns with the 
predisposition to Th2 response in germ-free animals (34). 
Although the involvement of the gut microbiota in the 
evolution and function of B cells is evident, the precise 
interlinkage of microbes and the diversity of 
immunoglobulins remains undisclosed and should be the 
focus of future research. Figure 2 Summarizes the 
mechanisms through which gut flora recruits either innate 
or adaptive immune systems. 
 
  

 [
 D

O
I:

 1
0.

61
18

6/
ijb

c.
16

.3
.7

0 
] 

 [
 D

ow
nl

oa
de

d 
fr

om
 ij

bc
.ir

 o
n 

20
25

-0
5-

24
 ]

 

                             4 / 16

http://dx.doi.org/10.61186/ijbc.16.3.70
https://ijbc.ir/article-1-1576-en.html


 

Iran J Blood Cancer, 2024, Volume 16, Issue 3 | Page 5 of 16 
 

 

Iran J Blood Cancer 

   

 
Figure 2. Fundamental roles of gut microbiota in the immune system.

 
4. INTERRELATION OF THE GUT MICROBIOME 
AND RESPONSE TO ICIS 

Several studies have suggested that the gut microbiota alters 
the response to ICIs by recruiting the innate and adaptive 
immune systems, directing immune responses against tumor 
cells in the tumor microenvironment (TME) (18). The gut 
microbiome influences the types of innate immune cells, 
such as NK cells, DCs, monocytes, and macrophages, 
regulating a patient's response to ICIs. To reverse the 
immune tolerance caused by immature DCs, researchers 
used antigens or metabolites from the gut microbiota along 
with immunomodulators (39). For instance, Bacteroides 
fragilis can improve the effectiveness of CTLA-4 blockade by 
promoting DC maturation and provoking interleukin 12 
(IL-12) -dependent TH1 immune responses (35). Another 
study revealed that oral consumption of Bifidobacterium 

stimulates tumor-specific CD8+ T cells following DC 
activation (36). Contrarily, a tumor-friendly environment 
driven by imbalances in the levels of interferon-I (IFN-I) and 
mononuclear phagocytes is one of the mechanisms that 
minimize the efficacy of immunotherapies (40). The 
favorable gut microbiota reprograms monocytes in the TME 
toward anti-tumor macrophages, while TME skews toward 
pro-tumor macrophages in unfavorable microbiota. 
Intratumoral monocytes produce type I interferon (IFN-I) in 
response to a microbiota-derived stimulator of interferon 
genes (STING) agonists to regulate macrophage polarization 
and NK cell-DC crosstalk, leading to improved efficacy of 
ICIs (41). 
Furthermore, Bacteroides fragilis can promote innate 
immunity by stimulating the differentiation of macrophages 
into the M1 phenotype and inducing CD80 and CD86 
expression (42). It is worth noting that regulation of DC and 
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CD8+ T cell population within the TME is the most well-
known mechanism through which NK cells can impact the 
outcomes of ICIs, and recently, a growing body of evidence 
has discovered the interrelation of the gut microbiota and 
NK cells (43, 44). Another study by Jin et al. found that 
patients suffering from NSCLC with a broad spectrum of 
microbiota have more unique memory CD8+ T cells and 
NK cell subsets in response to receiving PD-1 suppressors 
(44). Also, Lactobacillus plantarum and intratumorally 
Bifidobacterium effectively promote NK cell activation, 
thereby triggering innate anti-tumor immunity (45, 46). 
Multiple studies have confirmed that specific gut microbes 
stimulate the production of CD8+ T cells in systemic 
circulation and the TME (43, 47, 48). In the case of 
refractory metastatic melanoma, FMT enriched with 
Enterococcus is related to CD8+ T cell infiltration to the TME 
and causes tumor cell necrosis (49). Likewise, Bifidobacterium 
and 11 other strains increase the number of CD8+ T cells 
facilitated by DCs, which makes ICIs medications more 
efficient (36, 50). In parallel, studies enumerate amplified 
antigen presentation and amended function of effector 
CD4+ T cells and CD8+ T cells as main mechanisms 
recruited by Clostridiales, Ruminococcaceae, or 
Faecalibacterium to improve the anti-tumor effects of ICIs in 
melanoma patients (37). Additionally, Faecalibacterium is 
associated with long-term clinical benefits of ipilimumab via 
increasing quantity of CD4+ T cells and serum CD25 while 
reducing Treg cells abundance in peripheral blood (51). 
Interestingly, synergic effects of a combination of ICIs 
therapies and B. pseudopodium metabolite, inosine, induce 
Th1 differentiation and magnified anti-tumor immune 
responses (52).  
In another study, Sivan et al. reported that tumors in mice 
with certain Bifidobacterium species in their gut had slower 
progression and showed a positive response to PD-1/PD-L1 
blockade. As a result, using FMT or co-housing can convey 
these beneficial effects to other mice. Furthermore, they 
reported that giving oral probiotics containing 
Bifidobacterium to mice harboring impaired gut microbiota 
improved the anti-tumor efficiency of PD-L1 inhibition by 
enhanced DCs maturation and tumor-specific CD8+ T cell 
activity (36). Consistently, Vetizou et al. stated that the 
efficacy of anti-CTLA-4 therapy was boosted by 
administering Bacteroides fragilis orally along with either 
Bacteroides thetaiotaomicron or Burkholderia cepacian. This 
combination stimulated a Th1 immune response and 
facilitated the maturation of DCs. Contrarily, administering 
anti-CTLA-4 antibodies to GF mice or specific pathogen-free 
(SPF) mice treated with broad-spectrum antibiotics 
significantly reduces its efficacy. However, this decreased 

effect can be corrected by performing FMT on patients 
harboring the predominant  Bacteroides species (35). In 
research conducted by Gopalakrishnan et al. on 112 
melanoma patients who received anti-PD-1 therapy, there 
were significant differences in the population and 
composition of the gut microbiome between responders and 
non-responder individuals. Authors suggested that patients 
with a beneficial gut microbiome, characterized by high 
diversity and the presence of Ruminococcaceae and 
Faecalibacterium, have enhanced antigen presentation and 
improved function of effector T cells in both the periphery 
and tumor microenvironment, resulting in boosted systemic 
immune responses, particularly anti-tumor functions. 
Contrarily, patients with an "unfavorable" gut microbiome, 
characterized by low diversity and a high relative number of 
Bacteroidales, experienced weakened systemic and anti-tumor 
immune responses due to limited infiltration of lymphoid 
and myeloid cells within tumors and reduced antigen 
presentation capacity (37). In another study in the field of 
epithelial tumors, administering anti-PD-1/PD-L1 
treatment led to a remarkably higher survival rate in patients 
who were not subject to routine antibiotics compared to 
those who did. These results suggest that antibiotics may 
compromise the efficiency of patients' anti-tumor immunity 
and ICIs by depleting the gut microbiota. Analysis of stool 
samples revealed that patients with higher levels of 
Akkermansia and Alistipes in their gut bacterial compositions 
responded much better to PD-1 blockade (38). Tables 1 and 
2 present a compilation of preclinical and clinical research 
that has examined the impact of miscellaneous elements 
found in the gut flora on the efficacy of ICIs therapy. 
 
4.1. Preclinical studies 

As previously stated, mounting evidence suggests that gut 
microbiota can either enhance or diminish the effectiveness 
of immunotherapy by influencing the innate and adaptive 
immune system. Nevertheless, the precise mechanisms by 
which the gut flora enhances the efficacy of immunotherapy 
remain incompletely comprehended. For example, 
observations from various methods of gut microbiome 
modifications, encompassing probiotics, fecal 
transplantation, consortia, and dietary interventions, have 
demonstrated that favorable microbiota modulation is 
associated with more CD8+ effector T cell infiltration 
within the TME. The infiltration of CD8+ T cells augments 
the function of TH1 cells and DCs settled in TME while 
reducing the number of immunosuppressive cells (59). Now, 
we delve into the potential mechanisms in which the gut 
microbiome might impact the function of immune cells 
through at least three interconnected mechanisms:    
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Table. 1 Preclinical investigations of microbiota-associated interventions in conjunction with immune checkpoint inhibitor therapy.

Study Year Cancer type Bacterial strain Intervention ICIs Key findings Refs 

Sivan et al. 2015 MM (B16.SIY) Bacteroidales spp. Oral gavage Anti-PD-L1 Bifidobacterium augments dendritic cell action resulting in 
enhanced CD8+ T cells and facilitates anti–PD-L1 efficiency 

(36) 

Vétizou et al. 2015 Sarcoma (MCA205); MM 
(Ret);  
CRC (MC38) 

 B.thetaiotaomicron 
B. fragilis 
Burkholderiales 

Oral gavage 
FMT 

Anti-CTLA4 Oral administration of Bacteroides spp. and Burkholderia spp. 
can promote the anti-CTLA4 anti-tumor activity. Response to 
human-to-mice fecal transplantation is associated with 
increased levels of Bacteroides supplement. 

(35) 

Routy er al. 2018 Sarcoma (MCA205) 
MM (Ret);  
NSCLC;  
RCC 

Akkermansia muciniphila 
 

Antibiotic cocktail: Ampicillin, 
Streptomycin & Colistin 
Oral gavage 
FMT 

Anti-PD1± Anti-
CTLA4 

Oral administration of Akkermansia muciniphila brings back the 
effectiveness of anti-PD1 in antibiotic-treated mice. Restoration 
of sensitivity to anti-PD-1 inhibitors in mice pretreated with 
antibiotics preceded by FMT from ICI-sensitive mice. 

(38) 

Matson et al. 2018 MM (B16.SIY) Enterococcus faecium longum 
Collinsella aerofaciens 
Bifidobacterium 

FMT Anti-PD-L1 A strong correlation was detected between medication 
sensitivity and the composition of commensal microbes. 
Recompositing germ-free mice with fecal material obtained 
from responsive patients, hindered tumor growth, incited T-cell 
functions, and enhanced sensitivity to anti–PD-L1 drugs. 

(53) 

Tanoue et al. 2019 CRC (MC38) Bacteroidales spp. Oral gavage 
 

Anti-PD1± Anti-
CTLA4 

Elevated levels of IFN-𝚼, boosted CD8+ T cell production, and 
amplified ICI effects can be induced following colonization of 
11 bacterial strains. 

(50) 

Xu et al. 2020 MSS-type CRC (CT26) Akkermansia muciniphila  
Bacteroides 

Antibiotic cocktail: Colistin & 
Streptomycin & Ampicillin 
Colistin, Vancomycin (alone). 

Anti-PD1 Colistin-treated mice showed poor anti-tumor responses 
compared to vancomycin-treated ones. In comparison to 
enriching non-responding mice with Bacteroides, Akkermansia 
muciniphila uplifted levels were accompanied by strengthened 
anti-tumor functions in mice treated with vancomycin. 
Weakened anti-PD-1 effects are observed following antibiotic 
treatment because of glycerophospholipid-modified 
metabolism. 

(54) 

Cutzac et al. 2020 CRC (MC38, CT26); MM Faecalibacterium 
Gemminger 

Oral gavage Anti-CTLA4 Increased blood levels of butyrate through bacterial 
fermentation in the colon are associated with resistance to 
CTLA4 inhibitors. 

(55) 

Mager et al. 2020 CRC (MC38);  
RCC (MB49);  
MM (B16-F10) 

Bifidobacterium 
pseudolongum, Lactobacillus 
johnsonii, and Olsenella 

Oral gavage Anti-CTLA4 Inosine derived from microbes provokes T cells in two ways: 
binding to adenosine A2A receptor, and costimulation of T cells 
by MAMPs. 

(52) 

Dees et al. 2021 GM (HuM1-HuM5) Bacteroides cellulosilyticus 
Bacteroides caccae 

FMT Anti-PD1 Impeded tumor growth and higher survival rate after subjecting 
to anti-PD1 agents are seen in mice with an appropriate 
abundance of Bacteroides cellulosilyticus and Bacteroides caccae. 

(56) 

Gao et al. 2021 CRC (CT26) Lactobacillus rhamnosus (Probio-
M9) 

Oral gavage (Probiotic 
administration) 

Anti-PD1 A synergic effect on hampering tumor growth is seen following 
the combination of Probio-M9 and immune checkpoint 

(57) 
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inhibitors. Probiotic supplementation also populates more 
beneficial bacteria (such as Bifidobacterium 
pseudolongum, Parabacteroides distasonis, and some Bacteroides). 

Messaoudene et 
al. 

2022 Sarcoma (MCA205) 
BC (E0771) 

A. muciniphila and Bifidobacterium 
(Myrciaria dubia) 

Oral gavage (Probiotic 
administration) 
FMT 

Anti-PD1 Oral consumption of Castalagin consisting of certain bacteria 
(Ruminococcaceae and Alistipes) that reinforce immune responses 
and improve the balance CD8+/FOXP3+CD4+ ratio. 
Castalagin oral supplementation after FMT restores the anti-
PD-1 effect in ICI-refractory models. 

(58) 

Fong et al. 2023 CRC (CT26 & MC38) Lactobacillus gallinarum  
(Indole-3-carboxylic) 

Oral gavage Anti-PD1 L. gallinarum-derived Indole-3-carboxylic acid made anti-PD1 
therapy efficient in CRC patients by retardation of Treg 
differentiation and fortifying CD8+T cell function. 

(59) 

FMT: fecal microbiome transplant; CRC: colorectal cancer; RCC: renal cell carcinoma; MM: metastatic melanoma; BC: Breast cancer; GM: glioma; NSCLC: non-small cell lung cancer.  

 

 [
 D

O
I:

 1
0.

61
18

6/
ijb

c.
16

.3
.7

0 
] 

 [
 D

ow
nl

oa
de

d 
fr

om
 ij

bc
.ir

 o
n 

20
25

-0
5-

24
 ]

 

                             8 / 16

http://dx.doi.org/10.61186/ijbc.16.3.70
https://ijbc.ir/article-1-1576-en.html


 

Iran J Blood Cancer, 2024, Volume 16, Issue 3 | Page 9 of 16 
 

 

Iran J Blood Cancer 

 

Table 2. Clinical Studies exploring the effects of microbiota-related interventions alongside immune checkpoint inhibitor treatment. 
 

NCT Study Type Phase 
Recruitment 
Information 

Cancer type ICIs Intervention/purpose 

NCT04107168 Observational  N/A Not yet recruiting Melanoma, Renal, Lung anti-CTLA-4, anti-PD-L1 or 
Anti-PD-1 

Assessment of the relation between GM and ICI therapy success 
in late-stage cancer. 

NCT03643289 
 

Observational  N/A Unknown status Melanoma  Not specified Exploring response rate and side effects of immunotherapy in 
combination with GM. 

NCT04636775 
 

Observational  N/A Recruiting NSCLC  Anti-PD-1 Association between GM and prediction of the effectiveness of 
immunotherapy treatment. 

NCT04957511 Observational  N/A Recruiting Gynecologic Not specified Inter- and intra-patient microbiota variations correlated to 
immunotherapy. 

NCT04136470 Observational  N/A Unknown status NSCLC 
Melanoma 

Anti-PD-1, anti-PD-L1 or 
anti-CTLA-4 

Uncovering GM variances between responder patients and non-
responder ones to ICI agents. 

NCT04913311 Observational  N/A Recruiting NSCLC Not specified Modeling a network to predict the result and risks of treatment 
by correlating saliva, stool, and blood biomarkers, and obtained 
data from lung function tests. 

NCT04204434 Observational  N/A Recruiting Advanced-stage cancer Not specified Characterization of serum and microbial factors influencing the 
efficacy of immune checkpoint inhibitors (ICIs). 

NCT04243720 Observational  N/A Recruiting Solid tumors, Metastatic 
cancers 

Not specified Analysis of immunophenotypic, genomic, epigenetic, and 
transcriptomic profiles of irresponsive patients to IC inhibitors. 

NCT04435964 Observational  N/A Completed Head and Neck, Breast, 
Urogenital and Lung 
Neoplasms, melanoma 

Not specified Studying gender impact factor on the correlation between 
genomic, immunological, and hormonal profiles and irAEs. 

NCT04579978 Observational  N/A Recruiting 
 
 

Advanced solid tumor Not specified Inspecting the gut bacteria composition and identifying the 
probable mechanisms employed to modify immune responses. 

NCT04954885 Observational  N/A Recruiting Lung, NSCLC Anti-PD-1 Evaluating the future view of gut microbiome manipulation and 
its influence on treatment outcome. 

NCT05037825 Observational  N/A Recruiting NSCLC, Melanoma, 
RCC, Triple-Negative 
Breast 

Aanti-PD-1, anti-PD-L1 or 
anti-CTLA-4 

Interrelation between the individual immune system, the gut 
microbiome variation, and ICI medicines efficiency. 

NCT04009122 Interventional N/A Completed NSCLC Not specified Evaluation of the effects of dietary supplement: IGEN0206, on 
the flora modifications, cytokines levels, and general life quality. 

NCT05083416 
 

Interventional N/A Active, not recruiting Head and neck Not specified Assessing the connection between Prolonged Nightly Fasting 
(PNF) and sensitivity to Immunotherapy measures in the case of 
Advanced Head and Neck Cancer (HNSCC)considering the gut 
microbes' impact. 

NCT04636775 
 

Interventional Phase IV Recruiting NSCLC Anti-PD-1, anti-PD-L1 Determination of the correlation of microbiome to adverse 
events (AEs), PD-L1 expression, and diet immunotherapy naïve 
NSCLC individuals subjecting to PD-1/L1 inhibitors. 

NCT05384873 
 

Interventional phase II Not yet recruiting NSCLC Not specified Investigating the outcome of adding probiotic supplements to 
the diet of NSCLC patients who received immunotherapy. 
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NCT04866810 Interventional N/A Recruiting Melanoma Anti-PD-1/PD-L1 
monotherapy 

Exploring exercise and diet impact on immunotherapy and 
structure of microbiome in melanoma patients receiving 
checkpoint inhibitor treatment. 

NCT04645680 Interventional Phase II Recruiting Cutaneous 
melanoma 
MM 

Anti-PD-1 Scrutiny of the changes in microbiota following insertion of fiber 
into melanoma patients’ diet during receiving Pembrolizumab 
or Nivolumab. 

NCT04163289 Interventional Phase I Recruiting RCC Anti-PD-1 Evaluation of mucosa-associated invariant T (MAIT) cells before 
and seven days after FMT in patients with metastatic renal cell 
carcinoma(mRCC). 

NCT05122546 Interventional Phase I Active, not recruiting mRCC Not specified Exploring the effects of ketogenic diets enriched with 
microbiome during antineoplastic treatment. 

NCT05220124 Interventional Phase IV Recruiting Bladder Urothelial 
Carcinoma 

Not specified Assessing the effects of compounding live probiotic supplements 
and immunotherapy in individuals suffering platinum-ineligible 
metastatic urothelial cancer. 

NCT03829111 Interventional Phase I Active, not recruiting RCC Anti-PD-1/anti-CTLA-4 Monitoring patients in late-stage of renal cell carcinoma taking a 
cocktail of ipilimumab and nivolumab accompanied with 
Clostridium butyricum (CBM 588). 

NCT04699721 Interventional Phase I Active, not recruiting NSCLC  Anti-PD-1 and 
chemotherapy 

Assessment of CBN588 addition to drug regimen of patients 
who received ipilimumab plus nivolumab. 

NCT05094167 Interventional N/A Recruiting NSCLC anti-PD-1 Investigating administration of probiotic strains of Lactobacillus 
Bifidobacterium V9 (Kex02) in combination with Carlizumab 
with platinum. 

NCT05032014 Interventional N/A Recruiting Liver anti-PD-1 Evaluating probiotics (Probio-49) effect on PD-1 inhibition 
therapy outcome in case of liver neoplasia. 

NCT03772899 Interventional Phase I Active, not recruiting Melanoma  anti-PD-1 Examination the safety of combining FMT with the approved 
immunotherapy drugs pembrolizumab or nivolumab and the 
effect of this combination on the immune system and microbial 
ecosystem of the gut. 

NCT03341143 Interventional Phase I Active, not recruiting Melanoma anti-PD-1 Examining the FMT procedure to restore PD-1 suppression 
efficiency in irresponsive melanoma patients. 

NCT04577729 Interventional N/A Terminated Melanoma Not specified Testing FMT as an option to overcome refractoriness in ICI-
insensitive patients. 

NCT04521075 
 

Interventional Phase I/II 
 

Unknown status MM  
Melanoma 
NSCLC 

anti-PD-1 Evaluating the effects of FMT in Nivolumab-resistant patients. 

NCT03353402 
 

Interventional Phase I Unknown status MM  
Melanoma 

Not specified Inspecting the influence of microbiota manipulation through 
FMT on patients did not respond to immunotherapy. 

NCT04264975 
 

Interventional N/A Unknown status Solid Carcinoma Not specified Evaluating the practicability of using FMT as a strategy  
For prevailing the resistance in individuals with no response to 
IC inhibitors. Also, potentially beneficial transplanted bacteria 
will be characterized. 

NCT05273255 Interventional N/A Recruiting Any Solid Tumor Not specified Assessing the possibility of using FMT to ignite the extinguished 
flame of ICI in non-responder patients. 
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NCT03686202 Interventional Phase I/III 
 

Active, not recruiting Any Solid Tumor anti-PD-1/PD-L1 and/or 
anti-CTLA4 

To assess the feasibility of administering MET-4 strains 
concurrent with ICIs. 

NCT04758507 Interventional Phase I/II 
 

Recruiting RCC Not specified Evaluating the competence of FMT procedure to reduce drug-
related toxicity or improve its efficiency. 

NCT04729322 Interventional Phase II Recruiting Small intestinal 
adenocarcinoma, 
Metastatic small 
Intestinal 
adenocarcinoma, 
CRC, 
Metastatic CRC 

Anti-PD-1 Investigation of FMT capability to excite response to PD-1 
suppressors in non-responder individuals suffering metastatic 
colorectal cancer. 
 

NCT04924374 Interventional N/A Recruiting NSCLC  Anti-PD-1 Transferring the gut microbes from healthy individuals or long-
term survivors to people diagnosed with lung neoplasia. 

NCT05251389 Interventional Phase I/II 
 

Recruiting Melanoma Not specified Scrutinizing the impact of FMT that is carried out by endoscopy 
on ICI refractory melanoma patients who did not show any 
response to ICI therapy. 

NCT05008861 Interventional Phase I Unknown status Advanced or Metastatic 
NSCLC 

Anti-PD-1/PD-L1  Utilization of FMT to amend NSCLC patients’ damaged 
microbiota during immunotherapy. 

NCT05286294 Interventional Phase I Recruiting Melanoma 
Head and Neck 
RCC 

Not specified Elucidating the outcome of microbiota relocation from 
immunotherapy-sensitive patients who harbor solid tumors to 
non-responder ones and identifying intervening parameters. 

NCT05502913 Interventional Phase II Recruiting Metastatic Lung Cancer Anti-PD-1 Studying FMT for reinforcing ICI effects with a special focus on 
progressive lung cancer. 

NCT04951583 Interventional Phase II Recruiting NSCLC 
Advanced Melanoma 

Aanti-PD-1 Evaluation of putting FMT capsules in the standard 
immunotherapy procedure. 

NCT04988841 Interventional Phase II Recruiting Melanoma anti-PD-1 or anti-CTLA-4 Assessing the advantages and disadvantages of performing FMT 
on patients with melanoma. 

NCT04116775 Interventional Phase II Recruiting mCRPC 
 

Anti-PD-1 Transplantation of fecal microbiota from pembrolizumab-
responders to non-responders using endoscopy to strengthen 
recipients’ immunity against tumor and improve their sensitivity 
to ICI. 

Abbreviations: N/A: not applicable; NSCLC: non-small cell lung cancer; GM: gut microbiota; irAEs: immune-related adverse events; RCC: renal cell carcinoma; mRCC: metastatic renal cell carcinoma; FMT: fecal 
microbiome transplant; MM: multiple myeloma; CRC: colorectal cancer. 

 [
 D

O
I:

 1
0.

61
18

6/
ijb

c.
16

.3
.7

0 
] 

 [
 D

ow
nl

oa
de

d 
fr

om
 ij

bc
.ir

 o
n 

20
25

-0
5-

24
 ]

 

                            11 / 16

http://dx.doi.org/10.61186/ijbc.16.3.70
https://ijbc.ir/article-1-1576-en.html


 

Page 12 of 16 | Iran J Blood Cancer, 2024, Volume 16, Issue 3 
 

 
 

Iran J Blood Cancer 

 triggering pattern recognition receptors, molecular mimicry, 
and the influence of metabolites (60). Table 1 summarizes 
the main findings from preclinical studies that have assessed 
the effect of microbiota on responses to ICI. 
 

4.2. Clinical Studies 

Despite the impressive initial responses observed in patients 
receiving ICIs, resistance to therapy may eventually be 
acquired by some patients (68). As previously mentioned, the 
gut flora can reinforce a patient’s immunity against tumors 
and thus influence the clinical outcomes of patients 
undergoing immunotherapy (60). Given this understanding, 
manipulation of gut microbiota holds great potential as an 
adjunct treatment to current anti-cancer therapies (59). 
Recently, ongoing and planned clinical trials are underway to 
explore whether altering the composition of gut microbes in 
cancer patients improves sensitivity to medication and 
mitigates treatment-related toxicity. For instance, Chaput et 
al. reported a correlation between the response to 
ipilimumab therapy and the presence of Faecalibacterium 
spp. and Firmicutes - in patients with metastatic melanoma, 
leading to prolonged either overall survival (OS) and PFS 
(69). In another study, Routy et al. gathered stool samples of 
patients with either renal cell carcinoma (RCC) or NSCLC 
and studied their microbial spectrum. They reported a direct 
correlation between positive response to anti-PD-1 therapy 
and the existence of Enterococcus hirae and Akkermansia 
muciniphila (70). These bacteria could enhance the efficacy 
of anti-PD-1 medications in mice under treating antibiotics 
through the secretion of IL-12 by DCs (71, 72). In another 
study, the utilization of antibiotic therapy exhibited a 
noteworthy association with the OS, PFS, and objective 
response rate (ORR). This impact was particularly evident 
among patients diagnosed with NSCLC, RCC, urothelial 
carcinoma, and melanoma (73). Also, Ahmed et al. disclosed 
the adverse effect of broad-spectrum antibiotics, such as β 
lactams or quinolones, on the ORR and PFS. However, the 
administration of gram-positive specific antibiotics, such as 
vancomycin or linezolid, did not demonstrate any discernible 
influence on the response to immunotherapy (74). 
Contrarily, Pinato et al. discovered that in the case of solid 
tumors, patients treated with antibiotics 30 days before 
immunotherapy had meaningly lower OS compared to the 
simultaneous administration (75). Aligned with previous 
studies, Tinsley et al. perceived that antibiotic adverse effects 
on PFS and OS were time and dose-dependent (76). 
Gopalakrishnan et al. conducted a study in patients with 
melanoma, wherein they discovered that patients who 
experienced positive responses to PD-1 inhibition had a 
diverse variety of fecal beneficial microbes, particularly 

Ruminococcaceae and Clostridiales, in comparison to non-
responders who predominantly harbored Bacteroidales spp. 
Also, the responder individuals have more active CD4 and 
CD8 T cells, along with increased infiltration of lymphocytes 
within the tumor microenvironment. Conversely, non-
responders displayed elevated levels of Tregs (77). Table 2 
summarizes the clinical studies that have assessed the effect 
of microbiota on responses to ICIs. 
 
5. IMPLICATIONS AND FUTURE DIRECTIONS 

Due to the significant number of studies conducted on the 
impact of gut microbiome profiles on the effectiveness of 
ICIs, the clinical trials apply numerous therapeutic 
approaches. In addition, several strategies are currently being 
evaluated in preclinical studies before they can be made 
available in a clinical setting. For instance, FMT is a 
therapeutic technique in which the recipient receives donor 
fecal material via oral lyophilized capsule, thorough 
gastroscopy, or colonoscopy (60). This method was born 
during medical efforts for patients with recurrent or 
refractory C. difficile colitis, which improves clinical signs and 
symptoms (61). Recent experiments have shown that GF 
mice can restore the effects of anti-PD-1 therapy via FMT 
from responsive donors. However, fecal materials from non-
responsive donors could not improve clinical outcomes (62). 
Also, fecal transplants showed immune cell infiltration in 
mice with pancreatic tumors (63). In phase I of a clinical trial, 
the ten patients with metastatic melanoma receive 
combinational therapy of FMT and PD-1 suppression. 
Among these patients, three patients achieved complete 
response (1/10) and partial responses (2/10), accompanied 
by upregulation of anti-cancer gene expression and more 
infiltrated immune cells in the tumor microenvironment 
(NCT03353402). In another trial tried out on 15 patients by 
Davar et al., a combination of FMT with pembrolizumab (a 
PD-1 inhibitor) improved clinical outcomes in 6 patients, 3 
of whom showed a sustained response of 1 year or more. 
Median PFS and OS were three and seven months, 
respectively. Moreover, profound contemplation on this 
medical measure disclosed augmented infiltration of CD8+ 
T cells and diminution of IL-8-secreting myeloid cells 
(NCT03341143). In another ongoing clinical trial in patients 
with renal cell carcinoma (RCC), 50 patients suffering from 
RCC who had received a pembrolizumab-axitinib cocktail as 
the first choice for advanced RCC treatment, were 
randomized to donor microbiota and increasing regulatory T 
cells, consistent with those observed in the study by Wang et 
al. (64). However, these novel and engaging interventions also 
have adverse events. The most effective strategies to mitigate 
these adverse effects was using from FMT and probiotics. The 
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results of previous studies showed that FMT can also alleviate 
immunotherapy adverse effects, such as colitis, particularly by 
restoring and remodeling the gut such as bacterial infection, 
bacteremia, or parasitemia, which are considered severe and 
life-threatening adverse events, and bloating, abdominal 
cramps, or sore throat as mild ones. There are several 
challenges associated with the use of fecal microbiota 
transplantation (FMT) as a therapeutic method. A primary 
concern is that the selection of patients and the preparation 
of fecal material must adhere to stringent laboratory quality 
control standards, which necessitates careful consideration 
(65). Furthermore, while animal studies have yielded 
encouraging results, these findings do not always translate 
effectively to human subjects. Research has indicated that 
approximately 85% to 90% of the gut microbiome in mice 
differs from that of humans. Additionally, various 
confounding and modifying factors can alter the composition 
of the human gut microbiome throughout an individual's 
life, including dietary fat, fiber intake, and the use of 
antibiotic medications (66). 
Prebiotics are non-digestible chemicals that increase the 
growth of some specific and healthy microorganisms instead 
of using the macrobiotics directly. Usually, prebiotics are 
carbohydrates that convert to short-chain fatty acids (SCFA) 
through bacterial fermentation in colonic mucosa, and the 
SCFA can facilitate the growth of beneficial bacteria such as 
Bifidobacterium or Lactobacillus (69). Given that during 
FMT, a blend of beneficial and non-beneficial bacteria is 
relocated, it seems rational that probiotics are more effective 
for immune system rehabilitation because they contain 
specific targeted bacteria that may be useful to host 
immunity (67). In an ongoing clinical trial, the efficacy of 
the combination of Nivolumab and VE800, a combination 
of 11 nonpathogenic and commensal bacteria, was 
evaluated in patients with progressive malignancies 
(gastrointestinal or melanoma). The results are not yet 
released (NCT04208958). In another phase I clinical trial, 
30 patients with metastatic renal cell carcinoma were 
selected randomly and received Nivolumab and Ipilimumab 
with or without daily oral CBM588, respectively. The results 
showed that PFS was statistically higher in patients who 
received CBM588 (12.7 months vs 2.5 months) than those 
who did not (NCT03829111). Also, several ongoing trials 
evaluate engineered microbes that can increase specific 
substrates that enhance the anti-tumor effect. Fernando P 
Canale et al. reported that an engineered strain of E. coli can 
increase the level of L-Arginine in tumoral tissue and expand 
tumor-infiltrating T cells, potentiating anti-PD-L1 immune 
reactions (68). 

In 2005, Taper studied the incorporation of Inulin or 
oligofructose in the basal diet of animals. The addition of 
this composition led to a lower incidence of mammary 
tumors and other solid malignancy metastasis. Also, it can 
potentiate the anti-cancer efficacy of six chemotherapeutic 
drugs unexpectedly in sub-therapeutic doses (70). In 
NCT04552418, researchers studied the effectiveness and 
safety of adding starch as a dietary supplement to patients 
who received dual immune checkpoint inhibitors in solid 
cancer. The results are not published yet. 
 
6. CONCLUSION  

In conclusion, we reviewed potential mechanisms recruited 
by gut microbiota to optimize cancer immunotherapy and 
related preclinical clinical studies. As we know, microbiota 
has a crucial role in patients’ sensitivity to 
immunotherapeutic drugs. They enhance the host immune 
system and manipulate the tumor microenvironment in 
favor of anti-tumor functions by interfering in immune cells 
and malignant cell interaction. Also, therapeutic approaches 
easily modify gut microbiota, including FMT, probiotics, 
prebiotics, and antibiotics. However, these data are still 
immature, and several randomized clinical studies are 
required to clarify the microbiota-driven mechanisms of 
response to immunotherapy and the potential benefit of 
these interventions, particularly in patients with treatment-
refractory cancers. 
 
Acknowledgment 

The authors would like to express their gratitude to Shahid 
Beheshti University of Medical Sciences (Tehran, Iran) for 
supporting this study. 
 
Conflict of interest 

The authors declare that they have no conflict of interest. 
 
 

References  

1. Fan Y, Xie W, Huang H, Wang Y, Li G, Geng Y, Hao Y, Zhang 

Z. Association of immune related adverse events with efficacy of 

immune checkpoint inhibitors and overall survival in cancers: a 

systemic review and meta-analysis. Frontiers in Oncology. 

2021;11:633032. 

2. Bagchi S, Yuan R, Engleman EG. Immune checkpoint 

inhibitors for the treatment of cancer: clinical impact and 

mechanisms of response and resistance. Annual Review of 

Pathology: Mechanisms of Disease. 2021;16:223-49. 

3. Vanderwalde A, Spetzler D, Xiao N, Gatalica Z, Marshall J. 

Microsatellite instability status determined by next‐generation 

 [
 D

O
I:

 1
0.

61
18

6/
ijb

c.
16

.3
.7

0 
] 

 [
 D

ow
nl

oa
de

d 
fr

om
 ij

bc
.ir

 o
n 

20
25

-0
5-

24
 ]

 

                            13 / 16

http://dx.doi.org/10.61186/ijbc.16.3.70
https://ijbc.ir/article-1-1576-en.html


 
 

Page 14 of 16 | Iran J Blood Cancer, 2024, Volume 16, Issue 3 
 

 

Iran J Blood Cancer 

 
sequencing and compared with PD‐L1 and tumor mutational 

burden in 11,348 patients. Cancer medicine. 2018;7(3):746-56. 

4. Park EM, Chelvanambi M, Bhutiani N, Kroemer G, Zitvogel L, 

Wargo JA. Targeting the gut and tumor microbiota in cancer. 

Nature medicine. 2022;28(4):690-703. 

5. Ijsselsteijn R, Jansen JG, de Wind N. DNA mismatch repair-

dependent DNA damage responses and cancer. DNA repair. 

2020;93:102923. 

6. Mestrallet G, Brown M, Bozkus CC, Bhardwaj N. Immune 

escape and resistance to immunotherapy in mismatch repair 

deficient tumors. Frontiers in Immunology. 2023;14:1210164. 

7. Yang Y, Li X, Ma Z, Wang C, Yang Q, Byrne-Steele M, Hong R, 

Min Q, Zhou G, Cheng Y. CTLA-4 expression by B-1a B cells is 

essential for immune tolerance. Nature communications. 

2021;12(1):525. 

8. Pauken KE, Torchia JA, Chaudhri A, Sharpe AH, Freeman GJ, 

editors. Emerging concepts in PD-1 checkpoint biology. Seminars 

in immunology; 2021: Elsevier. 

9. Ghosh C, Luong G, Sun Y. A snapshot of the PD-1/PD-L1 

pathway. Journal of Cancer. 2021;12(9):2735. 

10. Wong SK, Beckermann KE, Johnson DB, Das S. Combining 

anti-cytotoxic T-lymphocyte antigen 4 (CTLA-4) and -

programmed cell death protein 1 (PD-1) agents for cancer 

immunotherapy. Expert opinion on biological therapy. 

2021;21(12):1623-34. 

11. Lax BM, Palmeri JR, Lutz EA, Sheen A, Stinson JA, Duhamel L, 

Santollani L, Kennedy A, Rothschilds AM, Spranger S, Sansom 

DM, Wittrup KD. Both intratumoral regulatory T cell depletion 

and CTLA-4 antagonism are required for maximum efficacy of 

anti-CTLA-4 antibodies. Proceedings of the National Academy of 

Sciences of the United States of America. 2023;120(31):e2300895120. 

12. Sondak VK, Smalley KS, Kudchadkar R, Grippon S, 

Kirkpatrick P. Ipilimumab. Nature reviews Drug discovery. 

2011;10(6):411-2. 

13. Ghaffari S, Rostami S, Bashash D, Alimoghaddam K, 

Ghavamzadeh A. Real-time PCR analysis of PML-RARα in newly 

diagnosed acute promyelocytic leukaemia patients treated with 

arsenic trioxide as a front-line therapy. Annals of oncology. 

2006;17(10):1553-9. 

14. Isho B, Abe KT, Zuo M, Jamal AJ, Rathod B, Wang JH, Li Z, 

Chao G, Rojas OL, Bang YM. Persistence of serum and saliva 

antibody responses to SARS-CoV-2 spike antigens in COVID-19 

patients. Science immunology. 2020;5(52). 

15. Fasano M, Della Corte CM, Di Liello R, Barra G, Sparano F, 

Viscardi G, Iacovino ML, Paragliola F, Famiglietti V, Ciaramella V. 

Induction of natural killer antibody-dependent cell cytotoxicity 

and of clinical activity of cetuximab plus avelumab in non-small 

cell lung cancer. Esmo Open. 2020;5(5):e000753. 

16. Walker AW, Hoyles L. Human microbiome myths and 

misconceptions. Nature Microbiology. 2023;8(8):1392-6. 

17. Barone M, D'Amico F, Brigidi P, Turroni S. Gut microbiome–

micronutrient interaction: The key to controlling the bioavailability 

of minerals and vitamins? Biofactors. 2022;48(2):307-14. 

18. Zheng D, Liwinski T, Elinav E. Interaction between microbiota 

and immunity in health and disease. Cell research. 2020;30(6):492-

506. 

19. Borbet TC, Pawline MB, Li J, Ho ML, Yin YS, Zhang X, 

Novikova E, Jackson K, Mullins BJ, Ruiz VE. Disruption of the 

early-life microbiota alters Peyer’s patch development and 

germinal center formation in gastrointestinal-associated lymphoid 

tissue. Iscience. 2023;26(6). 

20. Sun C-Y, Yang N, Zheng Z-L, Liu D, Xu Q-L. T helper 17 (Th17) 

cell responses to the gut microbiota in human diseases. 

Biomedicine & Pharmacotherapy. 2023;161:114483. 

21. Bugl S, Wirths S, Müller MR, Radsak MP, Kopp HG. Current 

insights into neutrophil homeostasis. Annals of the New York 

Academy of Sciences. 2012;1266(1):171-8. 

22. Strowig T, Thiemann S, Diefenbach A. Microbiome and gut 

immunity: innate immune cells. The Gut Microbiome in Health 

and Disease. 2018:103-18. 

23. Jiménez-Saiz R, Anipindi VC, Ellenbogen Y, Koenig JF, Chu 

DK, Ask K, Verdú EF, Jordana M. Microbial regulation of enteric 

eosinophils and its impact on tissue remodeling and Th2 

immunity. Frontiers in Immunology. 2020;11:500585. 

24. Lee C, Lee H, Park JC, Im S-H. Microbial components and 

effector molecules in T helper cell differentiation and function. 

Immune Network. 2023;23(1). 

25. Mashiah J, Karady T, Fliss‐Isakov N, Sprecher E, Slodownik D, 

Artzi O, Samuelov L, Ellenbogen E, Godneva A, Segal E. Clinical 

efficacy of fecal microbial transplantation treatment in adults with 

moderate‐to‐severe atopic dermatitis. Immunity, inflammation 

and disease. 2022;10(3):e570. 

26. Fang Z, Li L, Zhao J, Zhang H, Lee Y-K, Lu W, Chen W. 

Bifidobacteria adolescentis regulated immune responses and gut 

microbial composition to alleviate DNFB-induced atopic 

dermatitis in mice. European Journal of Nutrition. 2020;59:3069-81. 

27. Kwon M-S, Roh SW, Choi H-J. Lactobacillus sakei WIKIM30 

ameliorates atopic dermatitis-like skin lesions by inducing 

regulatory T cells and altering gut microbiota structure in mice. 

Frontiers in immunology. 2018;9:402989. 

28. Li T, Ma X, Wang T, Tian W, Liu J, Shen W, Liu Y, Li Y, Zhang 

X, Ma J. Clostridium butyricum Inhibits the Inflammation in 

Children with Primary Nephrotic Syndrome by Regulating 

Th17/Tregs Balance via Gut-Kidney Axis. 2023. 

29. Omenetti S, Pizarro TT. The Treg/Th17 axis: a dynamic balance 

regulated by the gut microbiome. Frontiers in immunology. 

2015;6:168417. 

30. Amy IY, Zhao L, Eaton KA, Ho S, Chen J, Poe S, Becker J, 

Gonzalez A, McKinstry D, Hasso M. Gut microbiota modulate CD8 

T cell responses to influence colitis-associated tumorigenesis. Cell 

reports. 2020;31(1). 

 [
 D

O
I:

 1
0.

61
18

6/
ijb

c.
16

.3
.7

0 
] 

 [
 D

ow
nl

oa
de

d 
fr

om
 ij

bc
.ir

 o
n 

20
25

-0
5-

24
 ]

 

                            14 / 16

http://dx.doi.org/10.61186/ijbc.16.3.70
https://ijbc.ir/article-1-1576-en.html


 

Iran J Blood Cancer, 2024, Volume 16, Issue 3 | Page 15 of 16 
 

 Hamed Azhdari Tehrani et al. 

31. Pabst O, Nowosad CR, editors. B cells and the intestinal 

microbiome in time, space and place. Seminars in Immunology; 

2023: Elsevier. 

32. Nowosad CR, Mesin L, Castro TB, Wichmann C, Donaldson 

GP, Araki T, Schiepers A, Lockhart AA, Bilate AM, Mucida D. 

Tunable dynamics of B cell selection in gut germinal centres. 

Nature. 2020;588(7837):321-6. 

33. Li H, Limenitakis JP, Greiff V, Yilmaz B, Schären O, Urbaniak 

C, Zünd M, Lawson MA, Young ID, Rupp S. Mucosal or systemic 

microbiota exposures shape the B cell repertoire. Nature. 

2020;584(7820):274-8. 

34. De Filippis F, Paparo L, Nocerino R, Della Gatta G, Carucci L, 

Russo R, Pasolli E, Ercolini D, Berni Canani R. Specific gut 

microbiome signatures and the associated pro-inflamatory 

functions are linked to pediatric allergy and acquisition of immune 

tolerance. Nature Communications. 2021;12(1):5958. 

35. Vétizou M, Pitt JM, Daillère R, Lepage P, Waldschmitt N, 

Flament C, Rusakiewicz S, Routy B, Roberti MP, Duong CP. 

Anticancer immunotherapy by CTLA-4 blockade relies on the gut 

microbiota. Science. 2015;350(6264):1079-84. 

36. Sivan A, Corrales L, Hubert N, Williams JB, Aquino-Michaels 

K, Earley ZM, Benyamin FW, Man Lei Y, Jabri B, Alegre M-L. 

Commensal Bifidobacterium promotes antitumor immunity and 

facilitates anti–PD-L1 efficacy. Science. 2015;350(6264):1084-9. 

37. Gopalakrishnan V, Spencer CN, Nezi L, Reuben A, Andrews 

M, Karpinets T, Prieto P, Vicente D, Hoffman K, Wei SC. Gut 

microbiome modulates response to anti–PD-1 immunotherapy in 

melanoma patients. Science. 2018;359(6371):97-103. 

38. Routy B, Le Chatelier E, Derosa L, Duong CP, Alou MT, 

Daillère R, Fluckiger A, Messaoudene M, Rauber C, Roberti MP. 

Gut microbiome influences efficacy of PD-1–based 

immunotherapy against epithelial tumors. Science. 

2018;359(6371):91-7. 

39. Schaupp L, Muth S, Rogell L, Kofoed-Branzk M, Melchior F, 

Lienenklaus S, Ganal-Vonarburg SC, Klein M, Guendel F, Hain T. 

Microbiota-induced type I interferons instruct a poised basal state 

of dendritic cells. Cell. 2020;181(5):1080-96. e19. 

40. Kalafati L, Kourtzelis I, Schulte-Schrepping J, Li X, 

Hatzioannou A, Grinenko T, Hagag E, Sinha A, Has C, Dietz S. 

Innate immune training of granulopoiesis promotes anti-tumor 

activity. Cell. 2020;183(3):771-85. e12. 

41. Lam KC, Araya RE, Huang A, Chen Q, Di Modica M, 

Rodrigues RR, Lopès A, Johnson SB, Schwarz B, Bohrnsen E. 

Microbiota triggers STING-type I IFN-dependent monocyte 

reprogramming of the tumor microenvironment. Cell. 

2021;184(21):5338-56. e21. 

42. Deng H, Li Z, Tan Y, Guo Z, Liu Y, Wang Y, Yuan Y, Yang R, 

Bi Y, Bai Y. A novel strain of Bacteroides fragilis enhances 

phagocytosis and polarises M1 macrophages. Scientific reports. 

2016;6(1):29401. 

43. Böttcher JP, Bonavita E, Chakravarty P, Blees H, Cabeza-

Cabrerizo M, Sammicheli S, Rogers NC, Sahai E, Zelenay S, e Sousa 

CR. NK cells stimulate recruitment of cDC1 into the tumor 

microenvironment promoting cancer immune control. Cell. 

2018;172(5):1022-37. e14. 

44. Jin Y, Dong H, Xia L, Yang Y, Zhu Y, Shen Y, Zheng H, Yao C, 

Wang Y, Lu S. The diversity of gut microbiome is associated with 

favorable responses to anti–programmed death 1 immunotherapy 

in Chinese patients with NSCLC. Journal of Thoracic Oncology. 

2019;14(8):1378-89. 

45. Qiu Y, Jiang Z, Hu S, Wang L, Ma X, Yang X. Lactobacillus 

plantarum enhanced IL-22 production in natural killer (NK) cells 

that protect the integrity of intestinal epithelial cell barrier 

damaged by enterotoxigenic Escherichia coli. International Journal 

of Molecular Sciences. 2017;18(11):2409. 

46. Rizvi ZA, Dalal R, Sadhu S, Kumar Y, Kumar S, Gupta SK, 

Tripathy MR, Rathore DK, Awasthi A. High-salt diet mediates 

interplay between NK cells and gut microbiota to induce potent 

tumor immunity. Science Advances. 2021;7(37):eabg5016. 

47. Myers JA, Miller JS. Exploring the NK cell platform for cancer 

immunotherapy. Nature reviews Clinical oncology. 2021;18(2):85-

100. 

48. Nicolai CJ, Wolf N, Chang I-C, Kirn G, Marcus A, Ndubaku 

CO, McWhirter SM, Raulet DH. NK cells mediate clearance of 

CD8+ T cell–resistant tumors in response to STING agonists. 

Science immunology. 2020;5(45):eaaz2738. 

49. Baruch EN, Youngster I, Ben-Betzalel G, Ortenberg R, Lahat A, 

Katz L, Adler K, Dick-Necula D, Raskin S, Bloch N. Fecal 

microbiota transplant promotes response in immunotherapy-

refractory melanoma patients. Science. 2021;371(6529):602-9. 

50. Tanoue T, Morita S, Plichta DR, Skelly AN, Suda W, Sugiura Y, 

Narushima S, Vlamakis H, Motoo I, Sugita K. A defined 

commensal consortium elicits CD8 T cells and anti-cancer 

immunity. Nature. 2019;565(7741):600-5. 

51. Chaput N, Lepage P, Coutzac C, Soularue E, Le Roux K, Monot 

C, Boselli L, Routier E, Cassard L, Collins M. Baseline gut 

microbiota predicts clinical response and colitis in metastatic 

melanoma patients treated with ipilimumab. Annals of Oncology. 

2017;28(6):1368-79. 

52. Mager LF, Burkhard R, Pett N, Cooke NC, Brown K, Ramay H, 

Paik S, Stagg J, Groves RA, Gallo M. Microbiome-derived inosine 

modulates response to checkpoint inhibitor immunotherapy. 

Science. 2020;369(6510):1481-9. 

53. Matson V, Fessler J, Bao R, Chongsuwat T, Zha Y, Alegre M-L, 

Luke JJ, Gajewski TF. The commensal microbiome is associated 

with anti–PD-1 efficacy in metastatic melanoma patients. Science. 

2018;359(6371):104-8. 

54. Xu X, Lv J, Guo F, Li J, Jia Y, Jiang D, Wang N, Zhang C, Kong 

L, Liu Y. Gut microbiome influences the efficacy of PD-1 antibody 

immunotherapy on MSS-type colorectal cancer via metabolic 

pathway. Frontiers in Microbiology. 2020;11:814. 

55. Coutzac C, Jouniaux J-M, Paci A, Schmidt J, Mallardo D, Seck 

A, Asvatourian V, Cassard L, Saulnier P, Lacroix L. Systemic short 

 [
 D

O
I:

 1
0.

61
18

6/
ijb

c.
16

.3
.7

0 
] 

 [
 D

ow
nl

oa
de

d 
fr

om
 ij

bc
.ir

 o
n 

20
25

-0
5-

24
 ]

 

                            15 / 16

http://dx.doi.org/10.61186/ijbc.16.3.70
https://ijbc.ir/article-1-1576-en.html


 
 

Page 16 of 16 | Iran J Blood Cancer, 2024, Volume 16, Issue 3 
 

 

Iran J Blood Cancer 

 
chain fatty acids limit antitumor effect of CTLA-4 blockade in hosts 

with cancer. Nature communications. 2020;11(1):2168. 

56. Dees KJ, Koo H, Humphreys JF, Hakim JA, Crossman DK, 

Crowley MR, Nabors LB, Benveniste EN, Morrow CD, McFarland 

BC. Human gut microbial communities dictate efficacy of anti-PD-

1 therapy in a humanized microbiome mouse model of glioma. 

Neuro-oncology advances. 2021;3(1):vdab023. 

57. Gao G, Ma T, Zhang T, Jin H, Li Y, Kwok LY, Zhang H, Sun Z. 

Adjunctive Probiotic Lactobacillus rhamnosus Probio-M9 

Administration Enhances the Effect of Anti-PD-1 Antitumor 

Therapy via Restoring Antibiotic-Disrupted Gut Microbiota. Front 

Immunol. 2021;12:772532. 

58. Messaoudene M, Pidgeon R, Richard C, Ponce M, Diop K, 

Benlaifaoui M, Nolin-Lapalme A, Cauchois F, Malo J, Belkaid W, 

Isnard S, Fradet Y, Dridi L, Velin D, Oster P, Raoult D, Ghiringhelli 

F, Boidot R, Chevrier S, Kysela DT, Brun YV, Falcone EL, Pilon G, 

Oñate FP, Gitton-Quent O, Le Chatelier E, Durand S, Kroemer G, 

Elkrief A, Marette A, Castagner B, Routy B. A Natural Polyphenol 

Exerts Antitumor Activity and Circumvents Anti-PD-1 Resistance 

through Effects on the Gut Microbiota. Cancer Discov. 

2022;12(4):1070-87. 

59. Fong W, Li Q, Ji F, Liang W, Lau HCH, Kang X, Liu W, To KK, 

Zuo Z, Li X, Zhang X, Sung JJ, Yu J. Lactobacillus gallinarum-

derived metabolites boost anti-PD1 efficacy in colorectal cancer by 

inhibiting regulatory T cells through modulating IDO1/Kyn/AHR 

axis. Gut. 2023. 

60. Ademe M. Benefits of fecal microbiota transplantation: A 

comprehensive review. The Journal of Infection in Developing 

Countries. 2020;14(10):1074-80. 

61. Quraishi MN, Widlak M, Bhala Na, Moore D, Price M, Sharma 

N, Iqbal T. Systematic review with meta‐analysis: the efficacy of 

faecal microbiota transplantation for the treatment of recurrent 

and refractory Clostridium difficile infection. Alimentary 

pharmacology & therapeutics. 2017;46(5):479-93. 

62. Biancheri P, Divekar D, Watson AJ. Could fecal transplantation 

become part of PD-1-based immunotherapy, due to effects of the 

intestinal microbiome? Gastroenterology. 2018;154(6):1845-7. 

63. Genton L, Lazarevic V, Stojanovic O, Spiljar M, Djaafar S, 

Koessler T, Dutoit V, Gaïa N, Mareschal J, Macpherson AJ. 

Metataxonomic and metabolic impact of fecal microbiota 

transplantation from patients with pancreatic cancer into germ-

free mice: A pilot study. Frontiers in cellular and infection 

microbiology. 2021;11:752889. 

64. Wang Y, Varatharajalu K, Shatila M, Thomas A, Campbell M, 

Msaouel P, Kovitz C, DuPont H. S227 First-Line Treatment of Fecal 

Microbiota Transplantation for Immune-Mediated Colitis. Official 

journal of the American College of Gastroenterology| ACG. 

2023;118(10S):S170. 

65. Rapoport EA, Baig M, Puli SR. Adverse events in fecal 

microbiota transplantation: a systematic review and meta-analysis. 

Annals of Gastroenterology. 2022;35(2):150. 

66. Nguyen TL, Vieira-Silva S, Liston A, Raes J. How informative 

is the mouse for human gut microbiota research? Dis Model Mech. 

2015;8(1):1-16. 

67. Ciernikova S, Sevcikova A, Drgona L, Mego M. Modulating the 

gut microbiota by probiotics, prebiotics, postbiotics, and fecal 

microbiota transplantation: An emerging trend in cancer patient 

care. Biochimica et Biophysica Acta (BBA)-Reviews on Cancer. 

2023:188990. 

68. Canale FP, Basso C, Antonini G, Perotti M, Li N, Sokolovska A, 

Neumann J, James MJ, Geiger S, Jin W. Metabolic modulation of 

tumours with engineered bacteria for immunotherapy. Nature. 

2021;598(7882):662-6. 

69. Bevilacqua A, Campaniello D, Speranza B, Racioppo A, 

Sinigaglia M, Corbo MR. An Update on Prebiotics and on Their 

Health Effects. Foods. 2024;13(3):446. 

70. Taper HS, Roberfroid MB. Possible adjuvant cancer therapy by 

two prebiotics-inulin or oligofructose. In vivo. 2005;19(1):201-4. 

 

 [
 D

O
I:

 1
0.

61
18

6/
ijb

c.
16

.3
.7

0 
] 

 [
 D

ow
nl

oa
de

d 
fr

om
 ij

bc
.ir

 o
n 

20
25

-0
5-

24
 ]

 

Powered by TCPDF (www.tcpdf.org)

                            16 / 16

http://dx.doi.org/10.61186/ijbc.16.3.70
https://ijbc.ir/article-1-1576-en.html
http://www.tcpdf.org

